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3 <110> APPLICANT : MOULAND, Andrew J. 

4 COHEN, Eric A. 

5 WICKHAM, Louise 

6 LUO, Ming 

7 DUCHAINE , Thomas 

9 <120> TITLE OF INVENTION: MAMMALIAN STAUFEN AND USE THEREOF 
11 <130> FILE REFERENCE: 10875-77 

13 <140> CURRENT APPLICATION NUMBER: 09/316, 048A 

14 <141> CURRENT FILING DATE: 1999-05-21 

16 <150> PRIOR APPLICATION NUMBER: CA 2,238,656 

17 <151> PRIOR FILING DATE: 1998-05-22 
19 <160> NUMBER OF SEQ ID NOS : 27 

21 <170> SOFTWARE: Patentln ver, 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 3142 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <220> FEATURE: 

29 <221> NAME/KEY: CDS 

30 <222> LOCATION: (3).. (1775) 

32 <400> SEQUENCE: 1 

33 ac ttc ctg ccg ggc tgc ggg cgc ctg age get ctt cag cgt ttg cgc 47 

34 Phe Leu Pro Gly Cys Gly Arg Leu Ser Ala Leu Gin Arg Leu Arg 

35 1 5 10 15 

37 ggc ggc tgc gcg tct etc teg get ccc get tec ttt gac cgc etc ccc 95 

38 Gly Gly Cys Ala Ser Leu Ser Ala Pro Ala Ser Phe Asp Arg Leu Pro 

39 20 25 30 

41 ccc ccg gee egg egg cgc ccg cct cct cca egg cca etc cgc etc ttc 143 
4 2 Pro Pro Ala Arg Arg Arg Pro Pro Pro Pro Arg Pro Leu Arg Leu Phe 
43 35 40 45 

45 cct ccc ttc gtc cct tct tec tct ccc ttt ttt cct tct tec ttc ccc 191 

46 Pro Pro Phe Val Pro Ser Ser Ser Pro Phe Phe Pro Ser Ser Phe Pro 

47 50 55 60 

49 tec teg ccg cca ccg ccc agg ace gec ggc egg ggg acg age teg gag 239 

50 Ser Ser Pro Pro Pro Pro Arg Thr Ala Gly Arg Gly Thr Ser Ser Glu 

51 65 70 75 

53 cag cag cca gaa age ata ace cct act gta gaa eta aat gca ctg tgc 287 

54 Gin Gin Pro Glu Ser He Thr Pro Thr Val Glu Leu Asn Ala Leu Cys 

55 80 85 90 95 

57 atg aaa ctt gga aaa aaa cca atg tat aag cct gtt gac cct tac tct 335 

58 Met Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser 

59 100 105 HO 

61 egg atg cag tec ace tat aac tac aac atg aga gga ggt get tat ccc 383 

62 Arg Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro 

63 115 120 125 

6 5 ccg agg tac ttt tac cca ttt cca gtt cca cct tta ctt tat caa gtg 4 31 
66 Pro Arg Tyr Phe Tyr pro Phe Pro Val Pro Pro Leu Leu Tyr Gin val 
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207 tcagtgatgc aaattgtgtg ccctctggtt cagctgaaac agtcctggac tttcaaaaac 2615 

209 cttgaataag tctcccacag ttgtataaat tggacaattt aggaatttta aactttagat 2675 

211 gatcatttgg ttccattttt atttcatttt tatttttgtt aatgcaaaca ggacttaaat 2735 

213 gaactttgat ctctgtttta aagattatta aaaaacattg tgtatctata catatggctc 2795 

215 ttgaggactt agctttcact acactacagg atatgatctc catgtagtcc atataaacct 2855 

217 gcagagtgat tttccagagt gctcgatact gttaattaca tctccattag ggctgaaaag 2915 

219 aatgacctac gtttctgtat acagctgtgt tgcttttgat gttgtgttac tgtacacaga 2975 

221 agtgtgtgca ctgaggctct gcgtgtggtc cgtatggaaa acctggtagc cctgcgagtt 3035 

223 aagtactgct tccattcatt gtttacgctg gaatttttct ccccatggaa tgtaagtaaa 3095 

225 acttaagtgt ttgtcatcaa taaatggtaa tactaaaaaa aaaaaaa 3142 

228 <210> SEQ ID NO: 2 

229 <211> LENGTH: 591 

230 <212> TYPE: PRT 

231 <213> ORGANISM: Homo sapiens 

233 <400> SEQUENCE: 2 

234 Phe Leu Pro Gly Cys Gly Arg Leu ser Ala Leu Gin Arg Leu Arg Gly 

235 15 10 15 

237 Gly Cys Ala Ser Leu Ser Ala Pro Ala Ser Phe Asp Arg Leu Pro Pro 

238 20 25 30 

24 0 Pro Ala Arg Arg Arg Pro Pro Pro Pro Arg Pro Leu Arg Leu Phe Pro 
241 35 40 45 

24 3 Pro Phe Val Pro Ser Ser Ser Pro Phe Phe Pro Ser Ser Phe Pro Ser 
244 50 55 60 

246 Ser Pro Pro Pro Pro Arg Thr Ala Gly Arg Gly Thr Ser Ser Glu Gin 

247 65 70 75 80 
24 9 Gin Pro Glu Ser He Thr Pro Thr val Glu Leu Asn Ala Leu Cys Met 
250 85 90 95 

252 Lys Leu Gly Lys Lys Pro Met Tyr Lys Pro Val Asp Pro Tyr Ser Arg 

253 100 105 110 

255 Met Gin Ser Thr Tyr Asn Tyr Asn Met Arg Gly Gly Ala Tyr Pro Pro 

256 115 120 125 

258 Arg Tyr Phe Tyr Pro Phe Pro Val Pro Pro Leu Leu Tyr Gin Val Glu 

259 130 135 140 

261 Leu Ser Val Gly Gly Gin Gin Phe Asn Gly Lys Gly Lys Thr Arg Gin 

262 145 150 155 160 

264 Ala Ala Lys His Asp Ala Ala Ala Lys Ala Leu Arg He Leu Gin Asn 

265 165 170 175 

267 Glu Pro Leu Pro Glu Arg Leu Glu Val Asn Gly Arg Glu Ser Glu Glu 

268 180 185 190 

270 Glu Asn Leu Asn Lys Ser Glu lie Ser Gin Val Phe Glu He Ala Leu 

271 195 200 205 

273 Lys Arg Asn Leu Pro Val Asn Phe Glu Val Ala Arg Glu Ser Gly pro 

274 210 215 220 

276 Pro His Met Lys Asn Phe Val Thr Lys Val Ser Val Gly Glu Phe Val 

277 225 230 235 240 

279 Gly Glu Gly Glu Gly Lys Ser Lys Lys He Ser Lys Lys Asn Ala Ala 

280 245 250 255 

282 He Ala Val Leu Glu Glu Leu Lys Lys Leu Pro Pro Leu Pro Ala Val 

283 260 265 270 
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285 Glu Arg Val Lys Pro Arg lie Lys Lys Lys Thr Lys Pro lie Val Lys 

286 275 280 285 

288 Pro Gin Thr Ser Pro Glu Tyr Gly Gin Gly He Asn Pro He Ser Arg 

289 290 295 300 

291 Leu Ala Gin He Gin Gin Ala Lys Lys Glu Lys Glu Pro Glu Tyr Thr 

292 305 310 315 320 

294 Leu Leu Thr Glu Arg Gly Leu Pro Arg Arg Arg Glu Phe Val Met Gin 

295 325 330 335 

297 Val Lys val Gly Asn His Thr Ala Glu Gly Thr Gly Thr Asn Lys Lys 

298 340 345 350 

300 Val Ala Lys Arg Asn Ala Ala Glu Asn Met Leu Glu He Leu Gly Phe 

301 355 360 365 

303 Lys Val Pro Gin Arg Gin Pro Thr Lys Pro Ala Leu Lys Ser Glu Glu 

304 370 375 380 

306 Lys Thr Pro He Lys Lys Pro Gly Asp Gly Arg Lys Val Thr Phe Phe 

307 385 390 395 400 

309 Glu Pro Gly Ser Gly Asp Glu Asn Gly Thr Ser Asn Lys Glu Asp Glu 

310 405 410 415 

312 Phe Arg Met Pro Tyr Leu Ser His Gin Gin Leu Pro Ala Gly He Leu 

313 420 425 430 

315 Pro Met Val Pro Glu Val Ala Gin Ala Val Gly Val Ser Gin Gly His 

316 435 440 445 

318 His Thr Lys Asp Phe Thr Arg Ala Ala Pro Asn Pro Ala Lys Ala Thr 

319 450 455 460 

321 Val Thr Ala Met He Ala Arg Glu Leu Leu Tyr Gly Gly Thr Ser Pro 

322 465 470 475 480 

324 Thr Ala Glu Thr He Leu Lys Asn Asn He Ser Ser Gly His Val Pro 

325 485 490 495 

327 His Gly Pro Leu Thr Arg Pro Ser Glu Gin Leu Asp Tyr Leu Ser Arg 

328 500 505 510 

330 Val Gin Gly Phe Gin Val Glu Tyr Lys Asp Phe Pro Lys Asn Asn Lys 

331 515 520 525 

333 Asn Glu Phe Val Ser Leu He Asn Cys Ser Ser Gin Pro Pro Leu He 

334 530 535 540 

336 Ser His Gly He Gly Lys Asp Val Glu Ser Cys His Asp Met Ala Ala 

337 545 550 555 560 

339 Leu Asn lie Leu Lys Leu Leu Ser Glu Leu Asp Gin Gin Ser Thr Glu 

340 565 570 575 

342 Met Pro Arg Thr Gly Asn Gly Pro Met Ser val Cys Gly Arg Cys 

343 580 585 590 

347 <210> SEQ ID NO: 3 

348 <211> LENGTH: 3217 

349 <212> TYPE: DNA 

350 <213> ORGANISM: Homo sapiens 
352 <220> FEATURE: 

35 3 <221> NAME/KEY: CDS 

354 <222> LOCATION: ( 36 3 ) . . ( 18 50 ) 

356 <400> SEQUENCE: 3 

357 acttcctgcc gggctgcggg cgcctgagcg ctcttcagcg tttgcgcggc ggctgcgcgt 60 
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